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IHW No.a CEPH Family No. 3DL3 2DS2 2DL2 2DL3 2DP1 2DL1 3DP1 2DL4 3DL1 3DS1 2DL5 2DS3 2DS5 2Ds1 2DSs4 1D 3DL2
9 1040 1333-8276 1 1 1 0 1 1 1 1 1 1 0 1 1 0 0 0 1 1
10 1044 1333-8280 1 1 1 1 1 1 1 0 1 1 0 1 1 0 0 0 1 1
11 1045 1333-8281 1 1 1 1 1 1 1 0 1 1 1 1 1 0 1 0 1 1
12 1046 1333-8282 1 1 1 1 1 1 1 1 1 1 0 0 0 0 0 0 1 1
25 1096 1347-8412 1 0 0 1 1 1 1 0 1 1 1 1 1 0 1 1 0 1
26 1101 1347-8436 1 1 1 0 1 1 1 1 1 1 1 1 1 0 1 1 0 1
27 1103 1347-8440 1 1 1 1 1 1 1 0 1 0 1 1 1 0 1 0 0 1
28 1108 1347-8445 1 1 1 1 1 1 1 1 1 1 0 0 0 0 0 1 0 1
29 1111 1349-8393 1 0 0 1 1 1 1 0 1 1 1 1 1 0 1 0 1 1
30 1116 1349-8398 1 0 0 1 1 1 1 0 1 1 1 1 1 0 1 0 1 1
31 1117 1349-8399 1 0 0 1 1 1 1 0 1 1 0 0 0 0 0 0 1 1
32 1122 1349-8636 1 0 0 1 1 1 1 0 1 1 0 0 0 0 0 0 1 1
37 1140 1408-1011 1 1 1 1 1 1 1 1 1 1 1 1 0 1 1 1 0 1
38 1141 1408-1012 1 0 0 1 1 1 1 0 1 1 1 1 0 1 1 1 0 1
39 1143 1408-1014 1 1 1 1 1 1 1 1 1 1 1 1 0 1 1 1 0 1
40 1145 1408-1016 1 1 1 1 1 1 1 1 1 1 1 1 0 1 1 1 0 1

a Shaded IHW numbers (N = 16) represent four families selected for the Quality Assurance phase Il KIR reference panel.

b Variant of the 3DP1 gene

¢ KIR 1D corresponds to the 2DS4*003 allele

d "1" = presence of KIR gene; "0" = absence of KIR gene
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